The structural features unique to each of the type 1-5 ccr gene complexes and class A, B, and C2 mec gene complexes of the SCCmec element were determined by multiplex PCR assays described by Kondo et al. (1). The class C1 and C1.2 mec gene complexes were determined using a PCR assay and primers described by Ruppe et al. (2); the sizes of the PCR products estimated from the nucleotide sequences are 1,266 and 306 bp for mecA-IS431, in agreement with the fact that IS431 is inserted 968 bp and 17 bp downstream of the mecRI start codon in mec gene complex C1 and C1.2, respectively (3,4). Subtyping of type IV (a-d) and type V (a-b) SCCmec was performed using multiplex PCR assays and primers that have been described elsewhere (1,5). The czrC gene, an indicator of type Vc SCCmec (4), was detected using a PCR assay and primers described by Cavaco et al. (6). SCCmec nomenclature was as proposed by the International Working Group on the Classification of Staphylococcal Cassette Chromosome Elements (7). For brevity, the type is indicated by Roman numerals and the subtype by a lower-case Latin letter. The ccr and mec gene complexes are indicated by an Arabic number and Latin letter, respectively, in parentheses. The MRSA strains COL
FIG. S1.
Genetic organization of pT181 in LA-MRSA CC398 strain JCSC6944 (DDBJ/EMBL/GenBank accession no. AB505629). Black arrowheads indicate primer binding sites. 
